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PAMPs, DAMPs, Cell Debris, Extracellular AB, Lipids, Apolipoproteins (eg, ApoE)
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Alzheimer’s Disease Signaling

Dopamine Signaling in Parkinson’s Disease
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Genetics of Alzheimer’s Disease
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Antibodies for studying the targets associated with Alzheimer’s Disease onset
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Neuronal Activity-dependent APP Processing
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Molecular and Cellular Biology of Alzheimer’s Disease
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Microglia in Neurodegeneration

TREM2 Signaling Pathways

— Microglial Proliferation
— Inhibit Microglial Apoptosis & Pyroptosis

— Regulate Microglial Autophagy

to promote Microglia Survival
— Various metabolic pathways
— Inflammatory responses
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TREM2 Ligands

— Amyloid (AB)
— Apolipoproteins (ApoE, ApoA, ApodJ)

— Lipoproteins (HDL, LDL, VLDL)
— Anionic Lipids (PS, PC, SM)
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Inhibitory Synapse
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